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	Project Title
	GWAS of MACE while on statin

	Tentative Lead Investigator (first author)
	Wei-Qi Wei

	Tentative Senior Author (last author)
	Joshua Denny /  Ron Krauss

	All other authors 
	TBD

	Sites Involved
	Vanderbilt, marshfield, Geisinger, Mayo, Harvard, Columbia, GHC, 


	Background / Significance
	Cardiovascular disease (CVD) remains the leading global cause of death. Statin therapy decreases circulating levels of low-density lipoprotein cholesterol (LDL-C) and .the incidence of CVD. However, statins do not prevent the majority of CVD events; the genetic determinants of this residual CV risk are not known.

	Outline of Project
	MACE and relevant phenotypes were determined using validated electronic health record based algorithm. A two-stage genome wide study was performed. 

	Desired

Variables (essential for analysis

indicated by *)
	Genotypes:

· Genome-wide genotypic data with imputed data.

Phenotypes: 

· Primarily: MACE while on statins



	Desired data
	Genotypes from eMERGE imputed dataset.

ICD 9 / CPT codes, labs, and medications

Demographic variables

	Planned Statistical Analyses
	To identify candidate variants, we performed a meta-analysis using the combined data from four sites. We conducted a replication study to confirm the findings.

	Ethical considerations
	No


	Target Journal
	JAMA


	Milestones**
	Manuscript in preparation, will submit early next year.



** This section should include:  Timeline for completion of project, including approval, project duration, first and second draft of the paper and submission. 
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