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	Project Title
	Genome-wide Association Study of Attention Deficit Hyperactivity Disorder  (ADHD) 

	Tentative Lead Investigator (first author)
	John Connolly, PhD (CHOP) 

	Tentative Senior Author (last author)
	Hakon Hakonarson, MD, PhD

	All other authors 
	Lyam Vazquez, MD (CHOP), Frank Mentch, PhD (CHOP), John Connolly, PhD (CHOP) Patrick Sleiman, PhD (CHOP), Berta Almoguera, PhD (CHOP)
PIs and others from all participating sites   

	Sites Involved
	CHOP, BCH, CCHMI, VU, Partners

	Background / Significance
	ADHD is one of the most common childhood neuropsychiatric disorders, affecting ~9% of children. It often continues through adolescence and adulthood, and has a prevalence of ~4% in adults. Algorithms using ICD-9 codes and medication orders, which are easily abstracted from EMRs, can accurately identify cases. This manuscript will discuss algorithm development, cross-site implementation and results of a GWAS using samples from all eMERGE sites. 

	Outline of Project
	· ADHD algorithm development and validation.
· GWAS analyses/Meta-analysis

	Desired

Variables (essential for analysis

indicated by *)
	Age*

Sex*

Race/ancestry (self-report not necessary; inferred from genotypes)*

ICD9 codes*

Medication history*
Medication dosage and frequency

	Desired data
	merged eMERGE 123 dataset

	Planned Statistical Analyses
	· GWAS
· Meta-analysis

	Ethical considerations
	None noted

	Target Journal
	Journal to be determined based on results of analysis

	Milestones**
	4/15/2017 – Analysis Complete
5/1/2017 – First Draft
6/1/2017 – Revisions complete, submission


** This section should include: Timeline for completion of project, including approval, project duration, first and second draft of the paper and submission. 
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