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	Background / Significance
	The electronic medical records and genomics (eMERGE) infobutton subgroup is conducting a service survey for the intent of improving existing genomic medicine infobutton initiatives. 

"Infobuttons" are context-sensitive knowledge links within electronic health records (EHRs) that support providers answering questions at the point of care. Based on information about the patient, clinician, setting, and EHR task (e.g., lab result, medication list), infobuttons anticipate clinicians' questions and automatically retrieve relevant information from online knowledge resources into the EHR.

We seek to: understand current practices to develop and deliver genomic medicine content that could be accessed using infobuttons, to gauge interest in current initiatives to help institutions to adopt infobuttons for genomic medicine use cases, and to capture any potential barriers to participating in the initiatives.

	Outline of Project
	(1) Develop draft survey to get input on 3 infobutton initiatives (completed)
(2) Revise and finalize survey with eMERGE infobutton subgroup members (completed)
(3) IRB review and NHSR designation (completed)
(4) Finalize & distribute survey

(5) Analyze & synthesize findings 

(6) Write the paper

(7) Use findings to improve infobutton initiatives



	Desired

Variables (essential for analysis

indicated by *)
	As defined in our survey

	Desired data
	Survey data from members of existing genomic medicine programs (survey will be distributed by the indicated co-author): 
· eMERGE network ROR WG, John Connelly
· eMERGE network EHRI WG, Luke Rasmussen

· eMERGE network Implementation WG, Marc Williams

· clinical genomics resource (ClinGen), Marc Williams 

· Clinical Sequencing Exploratory Research (CSER) consortium, Brian Shirts

· Implementing Genomics in Practice (IGNITE), Josh Peterson 

· Clinical Pharmacogenetics Implementation Consortium (CPIC), Bob Freimuth

· Displaying and Integrating Genetic Information Through the EHR (DIGITizE), Sandy Aronson

· Inter-society coordinating committee for Practitioner Education in Genomics (ISCC), Marc Willams 
We anticipate responses from 30-50 individuals.

	Planned Statistical Analyses
	Summary statistics
Thematic analyses

	Ethical considerations
	This project can be considered non-human subject research because the survey is not being conducted to produce generalizable knowledge, and survey data will not be used in the future for any new studies that aim to produce generalizable knowledge.

	Target Journal
	TBD


	Milestones**
	February 1st – Completed IRB review
February – Distribute survey and data collection (4 weeks)

March – Complete data analysis
April  – Send draft to co-authors for review and discussion on eMERGE infobutton sub-group call
May – Collect input and incorporate revisions from co-authors 
June – Final revisions and journal submission 


** This section should include:  Timeline for completion of project, including approval, project duration, first and second draft of the paper and submission. 
1

