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	Other eMERGE Sites Involved
	Northwestern, Mayo Clinic, Johns Hopkins, Marshfield Clinic, Columbia, Geisenger, Children’s Hospital of Philadelphia, Group Health, Vanderbilt, Cincinatti Children's

	Background / Significance
	Genetic test results can have lifelong implications for patient care, yet are often not apparent at the time of clinical decision making. One approach to overcoming this problem is the implementation of clinical decision support (CDS) that draws from patient-specific genomic data within the electronic health record (EHR) at the time of order entry. However, there are multiple challenges to implementing genomic CDS in current practice. EHRs do not currently natively support storing genomic data so each site develops a unique strategy to storing and reporting genomic data. Although there are some consensus guidelines for specific genomic variants, sites develop custom CDS rules because of their unique approaches to storing the data and the lack of interoperability for rules between systems. Finally, because the use of genomic data is not yet routine, there is less demand for vendors to invest in this infrastructure relative to other features that will be more widely used.
To understand the challenges of local implementation, the University of Washington gathered information about the amount of time and effort associated with developing genomic CDS rules for the NEXT Medicine project (a CSER project). We found that our local cost of implementing these rules for our population was higher than the cost of the testing on a per-alert basis [AMIA Jt Summits Transl Sci Proc. 2016 Jul 20;2016:60-4.]. When we applied our data to a general model estimating costs across multiple sites and examined a one-way sensitivity analysis, we found that the only single variable that could decrease cost significantly was greatly increasing the number of patients with genomic testing, which itself could increase costs for health systems. In order to better understand the current challenges of implementing genomic CDS, we would like to expand our study to capture the costs of implementation across other sites. This would enable us to evaluate the validity of our generalized cost model, but more importantly would provide guidance on where ongoing efforts to implement genomic CDS should focus to ensure precision medicine is cost effective for the health care system.

	Outline of Project
	1. Distribute electronic survey to study sites to collect data
2. Follow-up with individual sites as needed to clarify implementation details
3. Perform comparison with previous model for implementation costs

4. Publish analysis

	Desired

Variables (essential for analysis

indicated by *)
	· List of CDS rules implemented*

· Approximate CDS rule building and implementation work effort breakdown*

· Patient population details*

· Clinical information system details

· Other relevant implementation details

· Implementation resources

· Sustainability & maintenance effort



	Desired data
	Survey responses

	Planned Statistical Analyses
	Descriptive summary statistics


	Ethical considerations
	There are no anticipated risks to patients from this study.
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	Milestones**
	Project Duration: 6 months
Survey Distribution: Within 2 weeks of study approval

Follow-up with Individual Sites: Months 1-2

Analysis: Month 2

First Draft: Month 4

Paper Submission: Month 6



** This section should include:  Timeline for completion of project, including approval, project duration, first and second draft of the paper and submission. 
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