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	Project Title
	Portable Precision Phenotype Algorithm for Chronic Rhinosinusitis with and without Nasal Polyps using the EHR

	Tentative Lead Investigator (first author)
	Jennifer A. Pacheco

	Tentative Senior Author (last author)
	Marc S. Williams

	All other authors 
	Agnes S. Sundaresan, Kenneth M. Borthwick, Anju T. Peters, Andy Y. Wu, Abel N. Kho, M. Geoffrey Hayes, others interested in executing the algorithm esp. if validating

	Sites Involved
	Northwestern University, Geisinger Health System, other interested eMERGE sites

	Background / Significance
	Previously NU published an algorithm for extracting CRS cases and controls from the EHR1 For eMERGE, NU and Geisinger modified that algorithm to be portable and executable across sites, and more precise by: adding International Classification of Diseases (ICD)-10 diagnosis codes, differentiating between CRSwNP and CRSsSNP (used coded data inc. ICD & CPT codes), and to have more stringent controls. 

	Outline of Project
	1. Complete: Modify algorithm and validate at 2 sites
2. Complete: Create a portable executable version of the phenotype algorithm using Konstanz Information Miner (KNIME, knime.org) Analytics Platform and execute at sites

3. Other eMERGE sites execute, and if possible, validate

4. Provide validation results if validated, and counts with basic demographic data 

5. Summarize results

	Desired

Variables (essential for analysis

indicated by *)
	1. *CRS case and control status inc. yes/no nasal polyps for cases, & how many eMERGE subjects are neither case nor control
2. Specificity and Sensitivity inc. PPV and NPV for validation results

3. *Demographic data

4. Smoking status

5. *Yes/no certain comorbidities (via coded data or existing eMERGE phenotypes)

	Desired data
	See variable list and for details, data dictionary posted on PheKB for this phenotype: https://phekb.org/phenotype/crs-chronic-rhinosinusitis 

	Planned Statistical Analyses
	· Basic descriptive statistics inc. counts
· Specificity and Sensitivity

	Ethical considerations
	None.

	Target Journal
	Primary target: International Forum of Allergy Rhinology (impact factor 2.35)
Possible alternative targets: Annals of Allergy, Asthma and Immunology (impact factor 2.23), Journal of Allergy and Clinical Immunology, American Journal of Epidemiology, Journal of Biomedical Informatics (impact factor 2.447), Applied Clinical Informatics, JAMIA, or Am J Rhinol Allergy

	Milestones**
	4/2017: Approval
5/2017: Sites submit data

6/12/2017: 1st draft

7/2/2017: 2nd draft

7/12/2017: submit for publication


** This section should include:  Timeline for completion of project, including approval, project duration, first and second draft of the paper and submission. 

References

1. Hsu J, Pacheco JA, Stevens WW, Smith ME, Avila PC. Accuracy of phenotyping chronic rhinosinusitis in the electronic health record. Am J Rhinol Allergy. 2014 Mar-Apr;28(2):140-4.

1

