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	Sites Involved
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	Background / Significance
	Polyps represent a common pathway for the majority of colon cancers.  Colonic polyps are found in 6-7% of the population. Polyps vary by number, location, pathology, and risk for subsequent development of cancer.  

	Outline of Project
	We developed an algorithm to identify and classify non-syndromic polyps based on the colonoscopy procedure.  We will subsequently conduct a GWAS on polyps and candidate gene analyses on several polyp subtypes  

	Desired

Variables (essential for analysis

indicated by *)
	Demographics*: Age at colonoscopy (derived from year or decade of birth), gender, race/ethnicity

Clinical variables*: BMI, family history of colon polyps or colon cancer,  age at first colon cancer
Polyp features: Size, number, location, type.  

Colonoscopy features: Preparation quality, distance of exam.
Common variables:  BMI, year of birth (or decade of birth), phewas codes

	Desired data
	Phenotypic data as listed above.   E3 imputed GWAS data and associated metrics.

	Planned Statistical Analyses
	We have over 26,000 eMERGE participants who had colonoscopies (over 5000 with polyps).  We will conduct a cross sectional study of polyps (any polyps vs no polyps) as well as a study comparing individuals with pre-cancerous polyps to those with no polyps and a study comparing those with with tubular adenomas to those with no polyps.   We will also perform a sensitivity analysis examining those with 3 or more tubular adenomas to those with no polyps.
Candidate gene analyses (using significant hits from our GWAS as well as previous GWAS of colon cancer) will be completed with additional polyp subtypes.   We will also perform a PHeWAS with any novel GWAS signals.

	Ethical considerations
	None

	Target Journal
	Gastroenterology

	Milestones**
	Feb 15th 2018:   Clean data delivered from all participating sites.
April1 2018, GWAS analyses completed

July 1 2018, draft manuscript circulated to coauthors

August 1,2018 second draft circulated to coauthors

July 15 2018, Article submitted for publication.



** This section should include:  Timeline for completion of project, including approval, project duration, first and second draft of the paper and submission. 
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