emerge network

agenda:

teering Committee Meeting

THURSDAY, January 25, 2018

10:05-11:05 a.m.

11:05-11:30 a.m.

11:30-12:45 p.m.

@ venue: 1 Bethesda Metro Center, Betheada, MD 20814
@ Meeting Room:  ‘Regency 1/11
8:30 a.m. Convene
8:30-8:40 a.m. NHGRI Program Official Report — Rongling Li (NIH/NHGRI)
8:40-8:50 a.m. Network Status Update, Opening Remarks - Rex Chisholm (SC Chair, Northwestern)
8:50-9:05 a.m. Genomic Data Update - David Crosslin (UW/CC)
9:05-9:25 a.m. Clinical Sequencing Centers Update- Hana Zouk (Partners/Broad), Richard Gibbs (BCM/HGSC)
9:25-9:45 a.m. Science Presentation: Estimating the efficacy of pharmacogenomics over a lifetime - Scott Hebbring
(Marshfield)
9:45-10:05 a.m. Networking Break (morning snack)

Panel: Variability among sites in the process of returning CLIA validated results to participants &
providers - Christie Hoell (Northwestern) & John Connolly (CHOP)
Network Discussion: RE-AIM Framework: Utilization at the site and network level - Alanna Rahm
(Geisinger)
Workgroup Breakout Session (1)

. Phenotyping Workgroup (Regency I/11)

. ROR/ELSI Workgroup (Old Georgetown/Congressional)

12:45-1:15 p.m. Working Lunch
1:15-1:40 p.m. Invited Speaker: Multimodal Automated Phenotyping with Application to PheWAS - Tianxi Cai (Harvard)
1:40-2:00 p.m. Science Presentation: EHR-based Computable Phenotype for CKD Diagnosis and Staging with Direct
Applications to Kidney Precision Medicine - Ning Sunny Shang (Columbia) & Krzysztof Kiryluk
(Columbia)
2:00-3:15 p.m. Workgroup Breakout Session (2)
. EHR Integration Workgroup (Regency I/1l)
. Clinical Annotation Workgroup (Old Georgetown/Congressional)
3:15-3:30 p-m. Networking Break
3:30-3:50 p.m. Science Presentation: Family network approach to assess the trickle-down effect of genetic testing -
Nora Henrikson (KPW/UW)
3:50-5:05 p.m. Workgroup Breakout Session (3)
. Genomics/PGx Workgroup (Regency I/11)
. Outcomes Workgroup (Old Georgetown/Congressional)
5:05-5:30 p.m. Phenotyping Workgroup & OMOP supplement Progress Report - Peggy Peissig (Marshfield) & George
Hripcsak (Columbia)
5:30-5:35 p.m. Closing Remarks - Rex Chisholm (SC Chair, Northwestern)
5:35 p.m. Adjourn

Toll-free: 1-888-936-7423 - Long Distance: +1 (510) 365-3231 - Access Code: 284-128-300

Weblink URL: https://attendee.gototraining.com/r/2174323112487131394
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emerge network

agenda:

teering Committee Meeting

FRIDAY, January 26th, 2018

Q venue: 1 Bethesda, Metrc-Center, Betheada, MD 20814
@ Meeting Room:  ‘Regency 1/11

8:30a.m. Convene

8:30-8:35a.m. Welcome- Rex Chisholm (SC Chair, Northwestern)

8:35-8:50 a.m. Network Discussion: Data harmonization and common measures across networks - Rex Chisholm (SC
Chair, Northwestern)

8:50-9:10 a.m. Science Presentation: Probing the virtual proteome to identify novel disease biomarkers - Jonathan
Mosley (VUMC)

9:10-9:30 a.m. Clinical Annotation Workgroup Progress Report - Gail Jarvik (KPW/UW) & Heidi Rehm (Partners/Broad)

9:30-9:50 a.m. EHR Integration Workgroup Progress Report - Casey Overby Taylor (Geisinger/JHU) & Sandy Aronson
(Harvard)

9:50-10:15 a.m. Networking Break (morning snack)

10:15-10:35 a.m. Science Presentation: Strategies and Tools for Combining Research Discovery with N-of-1 Reporting -
Richard Gibbs (Baylor)

10:35-10:55 a.m. Genomics Workgroup Progress Report - Megan Roy-Puckelwartz (Northwestern), Patrick Sleiman
(CHOP) & David Crosslin (UW/CC)

10:55-11:15a.m. PGx Workgroup Progress Report - Laura Rasmussen-Torvik (Northwestern) & Cindy Prows (CCHMC)

11:15-11:35a.m. ROR/ELSI Workgroup Progress Report - Ingrid Holm (BCH) & Iftikhar Kullo (Mayo)

11:35-11:55 p.m. Outcomes Workgroup Progress Report - Josh Peterson (VUMC/CC), Hakon Hakonarson (CHOP) & Marc
Williams (Geisinger)

11:55-12:00 p.m. Closing Remarks - Rex Chisholm (SC Chair, Northwestern)

12:00 p.m. Adjourn

Dial-In Toll-free: 1-888-936-7423 - Long Distance: +1 (510) 365-3231 - Access Code: 284-128-300
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