
7:30-8:30 a.m.

Full Session

8:30-8:40 a.m. Welcome, Opening Remarks, General Updates – Rongling Li

8:40-8:50 a.m. Announcements, Opening Remarks – Rex Chisholm

8:50-9:10 a.m. Integrating Clinical Genomics Into the EHR: Using Interface Terminology (IMO) and Interoperable 

Standards (SNOMED, LOINC, FHIR) – Jennifer Pacheco (Northwestern)

9:10-9:30 a.m. Appendicitis – John Harley (CCHMC)

9:30-9:50 a.m. New Method to Link Gene Discovery to Genomic Medicine in EHR-linked Biobanks: Uncovering 

Surprisingly High Incidence of Steel Syndrome in Puerto Ricans – Eimear Kenny (Mt. Sinai)

9:50-10:05 a.m.

Full Session

10:05-11:25 a.m. eMERGE PGx Plenary Session

11:25-11:45 a.m. Implementation of Clinical Decision Support for Pharmacogenomics – Pedro Caraballo (Mayo)

11:45-12:15 p.m.

12:15-1:05 p.m. ENCODE Presentation – Mike Pazin (NHGRI)

Workgroup Meetings

1:05 -2:35 p.m. Workgroup Breakout Session (3 workgroups)

 Pediatric (Waterford/Lalique Suite)
 Phenotyping (Diplomat/Ambassador Room)
 Return of Results (Cartier/Tiffany Salon)

2:35-2:50 p.m.

Full Session

2:50-3:10 p.m. Simulation of the Clinical and Economic Impact of Preemptive, Multiplexed Pharmacogenomic

Testing – Josh Peterson (Vanderbilt)

3:10-3:30 p.m. Post Mortem Whole Genome Sequencing: A Genomic Autopsy – Murray Brilliant (Marshfield)

Workgroup Meetings

3:30-5:00 p.m. Workgroup Breakout Sessions (3 workgroups)

 CERC/CERC Survey (Waterford/Lalique Suite)
 EHR Integration (Diplomat/Ambassador Room)
 Genomics (Cartier/Tiffany Salon)

5:00 p.m.



7:00-8:00 a.m.

7:30-8:00 a.m. Executive Session with ESP (Cartier Salon)

Full Session

8:00-8:15 a.m. Opening Remarks – Teri Manolio & Rongling Li, NHGRI

8:15-8:25 a.m. Comments from ESP Chair

8:25-8:45 a.m. eMERGE Network Overview:  Priorities and Goals; Review of Progress of Prior ESP 

Recommendations & Best Practices Topics – Rex Chisholm, Chair

8:45-9:05 a.m. Optimal Management of Different Types of Genetic Information in the EHR: An eMERGE-CSER 

Collaboration – Brian Shirts (UW) & Casey Overby (UMD)

9:05-9:25 a.m. Initial Analysis of Whole Exome Sequence Data from 10,000 Geisinger Patients: Implications & 

Opportunities – David Carey (Geisinger)

Workgroup Presentations– 20 minutes for report, 10 minutes for discussion 

9:25-9:55 a.m. CERC Survey Project Update & Discussion – Ingrid Holm & Maureen Smith

9:55-10:10 a.m.

10:10-10:40 a.m. Genomics – Gerard Tromp & David Crosslin

10:40-11:10 a.m. Phenotyping – Josh Denny & Peggy Peissig

11:10-11:40 a.m. Pediatrics – Hakon Hakonarson & John Harley

11:40-12:10 p.m. eMERGE PGx – Josh Denny & Laura Rasmussen-Torvik

12:10-12:35 p.m.

12:35-1:05 p.m. Return of Results – Gail Jarvik & Iftikhar Kullo

1:05-1:35 p.m. EHR Integration – Justin Starren & Marc Williams

1:35-2:05 p.m. Consent, Education, Regulation and Consultation – Ingrid Holm & Maureen Smith

2:05-2:20 p.m.

2:20-2:50 p.m. Input-Feedback from ESP, General Discussion

2:50-3:00 p.m. Closing Remarks 

3:00 p.m.

End Full Session

3:00-3:30 p.m. Executive Session with ESP (Cartier Salon)


